The Primary Cilium (PC) is an important signalling platform of the cell. Previous studies revealed that PC are present on endothelial cells but their function in the vasculature remains under-explored. Kallakuri et al (2015) showed for the first time that multiple zebrafish mutants of intraflagellar transport (IFT) genes, which are essential for cilia biogenesis, have an increased propensity for intra cranial haemorrhage (ICH) and implicated Hedgehog pathway activity in the occurrence of ICH in these mutants. Since the PC is known to play a key role in the response of cells to Hedgehog (Hh) signals, we tested mutants in components of the Hh pathway for spontaneously occurring ICH. As predicted some Hh pathway mutants were found to be more prone to ICH. Exposure of embryos to cyclopamine, a small molecule antagonist of Hh pathway, increases the incidence of ICH significantly, an effect that is suppressed by mutations causing de-repression of the Hh pathway. We also investigated vessel rupture at the leak site by visualizing the vascular morphology in cyclopamine treated tg(fli:eGFP)/tg(gata1:dsred) embryos. No significant defects in the vessel morphology were seen in embryos with ICH. Taken together, with previous data, our results suggest an involvement of Hh signaling in developmental vascular integrity. doi:10.1016/j.mod.2017.04.101
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PS2.2 Identification and functional characterization of TCTP1 (translationally control tumor protein) in Dictyostelium discoideum
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Jawaharlal Nehru University, New Delhi, India TCTP (Tanslationaly controlled tumour protein) is a multifunctional protein present in eukaryotes, perform various functions in growth and development by controlling variety of signaling pathways and participated in different pathological processes. Here, we shown that disruption of tctp results in slower growth and defect in development with small stalk and relatively large sorus while, overexpression of tctp formed stalky fruiting bodies with a large, thin stalk and smaller sorus compared with the wild type. We also observed the spatial expressions of the prespore and prestalk cells were disturbed in case of tctp knockout cells. Further, we have also shown the interaction of TCTP with artemisinin drug and studied the effect of artemisinin on the growth and development profile of Dictyostelium discoideum. Treatment of artemisinin leads to slow growth rate by arresting the cell cycle phases and delayed in development was observed. tctp mRNA expression was also decreases in different time points of drug treated vegetative cells. Dictyostelium and human TCTP shown almost similar interaction and dynamics behaviors with artemisinin drug as evidenced from docking and molecular dynamics simulation studies, open the possibility to study novel drug screening against various disease markers in Dictyostelium. The migration of neural crest cells to the developing heart has been well documented for decades, however the functional roles of cardiac neural crest cells (CNCCs) within the heart are unclear. Variable cardiac defects have been reported in studies in which premigratory CNCC were ablated or disrupted, but disruption of other neural-crest dependent structures can have secondary effects on cardiac development. Specific ablation of only CNCCs within the heart, without disrupting other neural crest lineages, have not been reported. Here we use transgenic zebrafish lines to isolate and lineage label the CNCCs upon arrival and within the developing heart, and then characterize their contribution to the heart over developmental time. Furthermore, our transgenic lines with an improved, sensitive, bacterial nitroreductase expression system allow us to ablate the CNCCs within the heart and during specific times of heart development, thus avoiding the non-specific and secondary effects of other neural crest lineages and allowing for invivo monitoring of CNCC cellular roles within the heart. We find that approximately~35% of cardiomyocytes in the fully developed heart are dependent on CNCCs or their regulatory pathways,with predominant contributions of CNCCs in the ventricle. Ablation of the CNCCs within the heart results in valve, ventricular trabeculation and/or cardiac physiology defects that are dependent on the developmental time of ablation. We characterize these defects in the context of known regulators of trabeculation, valve development and cardiac
